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Study on serum butyrylcholinesterase gene polymorphism in healthy population of Shanghai
ZHENG Jie, ZHOU Zhi jun
(School of Public Health, Fudan Univesity,  Shanghai 200032 China)

Abstract: Objective To describe features of serum butyrylcholinesterase gene polymorphism in nomal healthy population in
Shanghai and to provide basis for other studies. Method One hundred of healthy people without exposure to organic phosphorous or
histories of acute and chronic liver disease and chronic wasting disease were selected in Shanghai. Their genotype was determined with
PCR-RFIP. Result Frequency of three variants of bulyiylcholinesteras gene K (BCHE-K) polymomhisn was 74%, 25%and 1%
for UG UK and KK, respectively in healthy people. Frequency of allele U and K was 86 5% and 13 5%, respectively in them
attaining the Hardy-Weinberg equilibrium. Condusion  Polymorphic distibution of serum butyrylcholinesterase gene K focus was
gmilar to that in Caucasian people.
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